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SECTION A — (10 x 2 = 20)
Answer ALL Ciuestions.

1. Expand PSSM. PSSM used by BLIMPS is also
called. ‘ .

L0 Name two participating databases, among which
the International Nucleotide sequence data base
collection (INSDC) Operators.

3. Expand CASP.

4. What are the secondary levels of a protein
‘structures?

o Name the global alignment algorithm.

o e What does BLAST represent?






14.

15.

20,

(8) Write the steps involved in
modeling suing Swiss PBB viewa,

Or
(b) Briefl about scope databse.

Jive notes on few features about
information can be obtained form a geg

database.

(a)

Or

(b) List five bioinformatics tools that can be
in drug discovery.

SECTION C — (8 x 10 = 30)
Answer any THREE questions.
Write about five database integrated to NCB.

What are the different levels of differentiation
protein structures?

How can BLAST be used to quéry databases?
Explain Five display commands in RASMOL.

Explain how CYTOSCAPE in used
Bioinformatic analysis.




14.

16.

i7.

18.

19.

20,

(a) Write the steps involved in
modeling suing Swiss PBB views. |

Or

(b) RBriefl about scope databse,

y Qive notes ON fow features about
(ﬂ.- information can bhe obtained form a ge

database.
Or

(b) List five bioinformatics tools that can be |
 in drug discovery.

SECTION C — (3 x 10 = 30)
Answer any THREE questions.
Write about five database integrated to NCB.

What are the different levels of differentiation
protein structures?

How can BLAST be used to query databases?
Explain Five display commands in RASMOL.

Explain how CYTOSCAPE -in used
Bioinformatic ‘analysis.




